
Figure S1. Plots showing the alignment of each orthologous chromosome pair between greater 
amberjack and Japanese yellowtail. The horizontal axis and the vertical axis indicate the positions 
(base pair) of greater amberjack (Sdu) and yellowtail (Squ), respectively. 
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Figure S2. Plots showing the alignment of each orthologous chromosome pair between greater 
amberjack and medaka. The horizontal axis and the vertical axis indicate the positions (base pair) of 
greater amberjack (Sdu) and medaka (Ola). 
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