Supplementary Material 1

Supplementary Figure S1: Protein sequence alignment of serpins from C. intestinalis and
C. savignyi. Signal peptide and reactive center loop (RCL) regions are marked on top. P1-P2
positions of RCL and C-terminal ER-retention signals are marked in red and blue colors,
respectively. Amino acid conservations are marked by black, brown and yellow colors,
corresponding for 70% or more, 50-69%, and 30-49% identities, respectively.
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